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BHH
rDNA @ ITS f81 35 L O 28S rtDNA @ D1/D2 fEis M FEBC AT OFE R D . BIEDIFE
DREREEHEE L9,

Ak
1. EEEH
b Difco "7 7 % A b rm— RFERKEL M (Becton Dickinson, USA)
" pH 5.6+0.2
Be iR 27°C
Re 22 HIH 1 1 ]
Z DS RIS

2. rDNA @ ITS %Ei5 3 & U 28S rDNA 0> D1/D2 %815 18 E AL 51l fZ 4
DNA #ifift} W PR RN 1

+ PCR i PrimeSTAR HS DNA Polymerase (Takara Bio, Japan)

YA T N—lr A BigDye Terminator v3.1 Cycle Sequencing Kit
(Applied Biosystems, USA)

77 A ~—12 PCR #4iig : 1TSS, NL4
S —/r 2 A 1TSS, ITS4, NL1, NL4
=R ABI PRISM 3500x1 Genetic Analyzer System
(Applied Biosystems)
W B AR E ChromasPro 2.1 (Technelysium, AUS)

BLAST #fHIFEIMEMZE »  fi##T> 7 k7 = 7 : ENKI v3.3 (TechnoSuruga Laboratory, Japan)
TSN
DB-FU16.0 (TechnoSuruga Laboratory, Japan)
Wt Fefl 41| — & X — 2 (DDBJ/ENA/GenBank)
fRsR A 202x 4F xx A xx H
&1 5 77 1 R RAT AT OHERE: ITBEFEGVE Y
YE FL & #LE 7 /L Kimura-2-parameter )
B OEREMERAG: 7— 2 87 v 7% 9 (1,000 K1)
* BERIE, P47 oY—hoDET—4 (TLY +AT7zO55L) LHEMENERIZKEYRE
BL, BEZToERICRELTVLEY,
* A, HREE, —RICEHOBARSLUSETOBREFIEFEETT,
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i1 5 53 R TRIRRA R OBSRL 2 13RO ) T,

W& iL 7 XA 7 DFEEAE

T RHEEAR ) R, T E DX A TGS | # A 7 Hkk
HT R 2 A7 (Holotype, IEAYEITEA) /) A v & A 7 Hi kIR
NT X FH A7 (Neotype, HTIEMELEAR) /| A4 % A 7 HKkk

LT L7 N# AT (Lectotype, IBEFMELEAR)/ L7 N & A 7 HREE

IT T A VB AT (Isotype, BIFEMEREAR)/ 7 A V& A 7 HKEE

ET TV X A 7 (Epitype, fERIEMEREA) / = "% A 7"l

PT /NT 2 AT (Paratype, TEILMEREAR)/ /T X A 7 HKEE

R ZHRBEIE (Reference strain)

A EHEDO T DK (Authentic culture / strain)

4 /14

RO



S11D00000

HR
1. SI1D00000

1-1. rDNA @ ITS fEIHIE EEL 5

Z& 1-1. SIID00000 @ DB-FU [=xt9 % BLAST #&Z#ER
HRMER 27 T LA 30 ISRF S At rONA ) ITS fRIERESI 7— &

Bk R4 Accession No. EIERS
Penicillium citrinum CBS139.45 TecsrgF11 535/535 (100.0%)
Penicillium citrinum FRR1841 AY373904 533/533 (100.0%)
Penicillium citrinum NRRL31481 AF484403 513/514 (99.8%)
Penicillium hetheringtonii CBS122392 GU944558 501/504 (99.4%)
Penicillium malacaense NRRL35754 EU427300 468/503 (93.0%)
Penicillium tropicum CBS112584 GU944582 426/442 (96.4%)
Penicillium tropicoides CBS122410 GU944584 426/442 (96.4%)
Penicillium sizovae CBS413.69 GU944588 425/442 (96.2%)
Penicillium steckii CBS260.55 GU9%44597 425/444 (95.7%)
Penicillium gorlenkoanum CBS408.69 GU944581 424/443 (95.7%)
Penicillium sumatraense NRRL779 AF033424 418/442 (94.6%)
Penicillium sumatraense CBS281.36 GU944578 418/442 (94.6%)
Penicillium sumatraense CBS416.69 AY213677 418/446 (93.7%)
Penicillium raphiae CBS126234 IN617673 413/441 (93.7%)
Penicillium terrigenum CBS127354 IN617684 413/440 (93.9%)
Penicillium gallaicum CBS167.81 IN617690 407/438 (92.9%)
Penicillium anatolicum NRRL5820 AF033425 414/443 (93.5%)
Penicillium copticola CBS127355 JN617685 411/441 (93.2%)
Penicillium roseopurpureum NRRL733 AF034462 411/439 (93.6%)
Penicillium roseopurpureum NRRL2064 AF033415 411/439 (93.6%)
Penicillium roseopurpureum CBS266.29 GU944605 411/439 (93.6%)
Penicillium euglaucum CBS323.71 IN617699 413/442 (93.4%)
Penicillium argentinense CBS130371 JN831361 412/442 (93.2%)
Penicillium decaturense NRRL29828 AY313620 411/441 (93.2%)
Penicillium decaturense NRRL29675 AY313616 411/441 (93.2%)
Penicillium decaturense NRRL28152 AF125946 411/441 (93.2%)
Penicillium decaturense CBS117509 GU944604 411/441 (93.2%)
Penicillium cosmopolitanum CBS126995 IN617691 411/441 (93.2%)
Penicillium chrzaszcii CBS217.28 GU944603 411/441 (93.2%)
Penicillium sanguifluum CBS127032 IN617681 409/439 (93.2%)

1) BSL INMAE—TT 4 LR FLRIL2LEFEREL, ZHIZILRNILI ZBKRLES,
E2) \BENTIX, BESFREBITICELEZEINT—42%RLET,
E3) 7Oy aAUBESIC Tecsrg REBDHLHHIIBHMTRELBEIT—2ERLET,
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# 1-2. S1ID00000 D EMIEEELS| T —2 N—RIZxtF 5 BLAST R #ER
HRMER 27 TLEAL 30 [THES = rDNA O ITS FEIBIEREL S| T— 4

B

Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium sp.

Penicillium sp.

Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum

A

KU20018.27
CD20M
DTO 390-F2
19A

Cesf-16
Cef-18

CBS 126809
CBS 117.64
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Accession No.

MT529975
MT529866
MT529843
MT529816
MT529486
MT529471
MT529415
MT529405
MT529172
MT529135
MT529097
MT487835
MT102834
MNS592911
MN788102
MK?271291
MK179258
MK775960
MK775826
MK685131
MH864240
MHZ&58380
MH990629
MZ133743
MZ133736

MWO922816

MT982193
MT8&75320
MT875318
MT765111

FATR] =
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)
535/535 (100.0%)

RO


https://www.ncbi.nlm.nih.gov/nuccore/MT529975
https://www.ncbi.nlm.nih.gov/nuccore/MT529866
https://www.ncbi.nlm.nih.gov/nuccore/MT529843
https://www.ncbi.nlm.nih.gov/nuccore/MT529816
https://www.ncbi.nlm.nih.gov/nuccore/MT529486
https://www.ncbi.nlm.nih.gov/nuccore/MT529471
https://www.ncbi.nlm.nih.gov/nuccore/MT529415
https://www.ncbi.nlm.nih.gov/nuccore/MT529405
https://www.ncbi.nlm.nih.gov/nuccore/MT529172
https://www.ncbi.nlm.nih.gov/nuccore/MT529135
https://www.ncbi.nlm.nih.gov/nuccore/MT529097
https://www.ncbi.nlm.nih.gov/nuccore/MT487835
https://www.ncbi.nlm.nih.gov/nuccore/MT102834
https://www.ncbi.nlm.nih.gov/nuccore/MN592911
https://www.ncbi.nlm.nih.gov/nuccore/MN788102
https://www.ncbi.nlm.nih.gov/nuccore/MK271291
https://www.ncbi.nlm.nih.gov/nuccore/MK179258
https://www.ncbi.nlm.nih.gov/nuccore/MK775960
https://www.ncbi.nlm.nih.gov/nuccore/MK775826
https://www.ncbi.nlm.nih.gov/nuccore/MK685131
https://www.ncbi.nlm.nih.gov/nuccore/MH864240
https://www.ncbi.nlm.nih.gov/nuccore/MH858380
https://www.ncbi.nlm.nih.gov/nuccore/MH990629
https://www.ncbi.nlm.nih.gov/nuccore/MZ133743
https://www.ncbi.nlm.nih.gov/nuccore/MZ133736
https://www.ncbi.nlm.nih.gov/nuccore/MW922816
https://www.ncbi.nlm.nih.gov/nuccore/MT982193
https://www.ncbi.nlm.nih.gov/nuccore/MT875320
https://www.ncbi.nlm.nih.gov/nuccore/MT875318
https://www.ncbi.nlm.nih.gov/nuccore/MT765111

S11D00000

0.1 |

47 |Penicillium tropicum CBS112584 T (GU944582)

o5 |Penicillium tropicoides CBS122410 T (GU944584)

£5 Penicillium sizovae CBS413.69 T (GU944588)

Penicillium steckii CBS260.55 NT (GU944597)

60 Penicillium gorlenkoanum CBS408.69 IT (GU944581)
Penicillium sumatraense NRRL779 T (AF033424)
Penicillium sumatraense CBS281.36 T (GU944578)
Penicillium sumatraense CBS416.69 _ (AY213677)

© O

92 30 [Penicillium citrinumm NRRL31481 _ (AF484403)

30 |SIIDO0000-ITS
% dpenicillium citinum FRR1841 _ (AY373904)
Penicillium citrinum CBS139.45 NT (TecsrgF11)
] Penicillium hetheringtonii CBS122392 T (GU944558)
Penicillium malacaense NRRL35754 T (EU427300)

99

79|

Penicillium raphiae CBS126234 T (JN617673)
Penicillium gallaicum CBS167.81 T (JN617690)

[ 1-1. SIID00000 0> rDNA 0 ITS FRISIEEEL S I E D < i 5 5 F Rifthd
ELORERT—LNA— ZHBOSZIGES 2HFET— R +5 v TE. REOREDBESIEH
BOGEBNLEDS A TOBEE, 7V 1y 3 VESIC Teosrg REDH DM TRE LEERST
—8%.BSLIENAF =TT 1 LA BSL2ULEERR) &, “" BRAR—X (ZH) &RLET,
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1-2. 28S rDNA @ D1/D2 fEigiE EEL 5l

Fz 1-3. SI11D00000 0 DB-FU IZxt9 % BLAST # &= #EE
HEIMR 37 TLEA 30 ITHEES Tz 285 rDNA @ D1/D2 fEIEIE RERH T —4

Bk R4 Accession No. EIERS BSL
Penicillium citrinum NRRL31481 AF484403 572/572 (100.0%)
Penicillium citrinum NRRL31478 AF484402 572/572 (100.0%)
Penicillium citrinum NRRL1841 AF033422 572/572 (100.0%)
gg’;;’g’”mpii’lz%m ) NRRL783 AF033421 571/572 (99.8%)
Penicillium sumatrense NRRL779 AF033424 562/572 (98.3%)
Penicillium sumatrense CBS416.69 AY213621 562/572 (98.3%)
Penicillium waksmanii NRRL777 AF033417 561/572 (98.1%)
Penicillium roseopurpureum NRRL733 AF034462 561/572 (98.1%)
Penicillium roseopurpureum NRRL2064 AF033415 561/572 (98.1%)
Penicillium rivolii NRRL906 AF033419 561/572 (98.1%)
Penicillium canescens NRRL2147 AF034463 561/572 (98.1%)
Eupenicillium anatolicum NRRL5820 AF033425 561/572 (98.1%)
Penicillium paxilli NRRL2008 AF033426 559/572 (97.7%)
Penicillium decaturense NRRL29840 AY313619 559/572 (97.7%)
Penicillium decaturense NRRL28152 AF125946 559/572 (97.7%)
Penicillium decaturense NRRL28119 AY313614 559/572 (97.7%)
Penicillium miczynskii NRRL1077 U15462 558/571 (97.7%)
Eupenicillium shearii NRRL715 AF033420 557/572 (97.4%)
Penicillium westlingii NRRLS00 AF033423 556/572 (97.2%)
Penicillium sublateritium NRRL2071 EU427288 554/572 (96.9%)
Penicillium parvulum NRRL35504 EF422845 554/572 (96.9%)
Penicillium implicatum NRRL2061 AF033428 554/572 (96.9%)
Penicillium implicatum JCM22745 TecsrgF19 554/572 (96.9%)
Penicillium cyaneum NRRL775 AF033427 554/572 (96.9%)
Penicillium subarcticum NRRL31108 AF481120 553/572 (96.7%)
Penicillium isariiforme NRRL2638 AF454077 553/572 (96.7%)
Penicillium fuscum NRRL721 AF033443 553/572 (96.7%)
Penicillium donkii NRRL5562 AF033445 553/572 (96.7%)
Penicillium donkii CBS188.72 TecsrgF14 553/572 (96.7%)
Penicillium canariense NRRL31003 AF481121 553/572 (96.7%)

F1) BSL USMMAE—TTFaLARL) [FLANIL2LUEZEREL. THIFLANILT ZEKLET,
E2) \BENTIX. BESFREMEFTICHLEEINT—2%RLET,
E3) TV aAUBEIZ Tecsrg REDHDIHRITBH TREL BT —2%FRLET,
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& 1-4. S1ID00000 D EMIEEELS| T —2 N—RIZxtF 5 BLAST # R #ER
MREMR 37 TLA 30 ITEES Tz 285 rDNA @ D1/D2 tEIEIE RERHI T — 4

B

Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
uncultured fungus
uncultured Eurotiales

A

Y.H. Yeh 10219

CBS 126809
CBS 122726
CBS 117.64
CBS 252.55

NAFS5
LMIO1
DI16-75
DI16-67
DI16-66
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Accession No.
MK353174

LT984702

MHZ875691
MHZ&74761
MHZ&70009
MHZ869011
MH990629
MG518182

KX958075
KX958073
KX958070
KX958068
KX958067
KX958057
KX958056
KX958055
KX958043
KX958042
KX958041
KX958029
KX958028
KX958027
KX958025
KX858345
KU686951
LT558897
LT558889
LT558888
LR993543
HG995955

FATR] =
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)

RO


https://www.ncbi.nlm.nih.gov/nuccore/MK353174
https://www.ncbi.nlm.nih.gov/nuccore/LT984702
https://www.ncbi.nlm.nih.gov/nuccore/MH875691
https://www.ncbi.nlm.nih.gov/nuccore/MH874761
https://www.ncbi.nlm.nih.gov/nuccore/MH870009
https://www.ncbi.nlm.nih.gov/nuccore/MH869011
https://www.ncbi.nlm.nih.gov/nuccore/MH990629
https://www.ncbi.nlm.nih.gov/nuccore/MG518182
https://www.ncbi.nlm.nih.gov/nuccore/KX958075
https://www.ncbi.nlm.nih.gov/nuccore/KX958073
https://www.ncbi.nlm.nih.gov/nuccore/KX958070
https://www.ncbi.nlm.nih.gov/nuccore/KX958068
https://www.ncbi.nlm.nih.gov/nuccore/KX958067
https://www.ncbi.nlm.nih.gov/nuccore/KX958057
https://www.ncbi.nlm.nih.gov/nuccore/KX958056
https://www.ncbi.nlm.nih.gov/nuccore/KX958055
https://www.ncbi.nlm.nih.gov/nuccore/KX958043
https://www.ncbi.nlm.nih.gov/nuccore/KX958042
https://www.ncbi.nlm.nih.gov/nuccore/KX958041
https://www.ncbi.nlm.nih.gov/nuccore/KX958029
https://www.ncbi.nlm.nih.gov/nuccore/KX958028
https://www.ncbi.nlm.nih.gov/nuccore/KX958027
https://www.ncbi.nlm.nih.gov/nuccore/KX958025
https://www.ncbi.nlm.nih.gov/nuccore/KX858345
https://www.ncbi.nlm.nih.gov/nuccore/KU686951
https://www.ncbi.nlm.nih.gov/nuccore/LT558897
https://www.ncbi.nlm.nih.gov/nuccore/LT558889
https://www.ncbi.nlm.nih.gov/nuccore/LT558888
https://www.ncbi.nlm.nih.gov/nuccore/LR993543
https://www.ncbi.nlm.nih.gov/nuccore/HG995955

S11D00000

0.01

5 |SIIDO0000-28S
2 [ Penicillium sartoryi (=P. citrinum) NRRL783 _ (AF033421)
14 penicillium citrinum NRRL31478 _ (AF484402)

2 penicillium citrinum NRRL1841 T (AF033422)

Penicillium citrinum NRRL31481 _ (AF484403)

60_| 98_‘ Penicillium sumatrense NRRL779 T (AF033424)
Penicillium sumatrense CBS416.69 _ (AY213621)
us |Penicillium waksmanii NRRL777 T (AF033417)

~ PZ{Penicillium rivolii NRRL906 _ (AF033419)
35 Penicillium canescens NRRL2147 _ (AF034463)

44 Penicillium paxilli NRRL2008 T (AF033426)
g |Penicillium roseopurpureum NRRL733 _ (AF034462)
Penicillium roseopurpureum NRRL2064 T (AF033415)

— Eupenicillium anatolicum NRRL5820 T (AF033425)

Penicillium donkii CBS188.72 T (TecsrgF14)

X 1-2. SIID00000 0> 28S rDNA o> D1/D2 $BIIEE BRI CE D B 5 5» F R Mkt
ELDRIEIRT—ILNA— ZHBORIEICHBET 2HFIET— LR S5y TE. REOKXEDEIEEIELHE
BOGEBNLEDI A TOEEE., 71y a3 VBB Tecsrg RiLD H D HITEH TRE LEEHNT
—5 % BSLIENAFE—TT 4 LR BSL2ULERR) %. “7 FRR—X (EA) #RLET,
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S11D00000

=&
e NAF =TT 4
JENE AT
RN SIID I B oy FERE Y
SAMPLE 00000 Penicillium citrinum Thom L~ 1

NAFE—T T4 LRILIZTDNT
FHIZOWTONA A —T7 7 4 LV OFEERT, FERRFHERE SR L v A+
B2 £ 0T, AMEEICEBVTIT Atlas of clinical Fungi ? & E1Rr L %7,

L~ NE

GRAS [BMICOA ISR SN TW D EBRIED D A,

MBI IR, WET D IARE S IIEYREE, b @) ~ORRYUE, MBI, RIEME

N R T

BRI HEBIICHEE 3225, & & (@) MWICRE O TH A B M2 7R W,
2 HE OGP RERE T, WREIE»S A RO BEIEZ 5] S 29, Eio, RIEMEOKY
ZHIERITHEREL, ALVLIGEEN D,

3 fEFATS A, EEAREREEZ 5| S & 23 R0 H 20 FHE.

117 14 RO



S11D00000

HEIRBREED D HIRER

S11D00000

Penicillium citrinum Thom BSL L~ 1

JLIR7 S A R ]
FENEREEL (NTAZLAN) | Rl (MR, S &)
R AR, BB AR Bos

51 /A 3CHR

de Hoog, G. S., Guarro, J., Gene, J. & Figueras, M. J. (2000). Atras of clinical
fungi 2nd edition, Centraalbureau voor Schimmelcultures Utrecht.

Houbraken, J.A.M.P., Frisvad, J.C. & Samson, R.A. (2010). Taxonomy of
Penicillium citrinum and related species. Fungal Diversity 44, 117-133.

Houbraken, J., Frisvad, J.C. & Samson, R.A. (2011). Taxonomy of Penicillium
section Citrina. Studies in Mycology 70, 53—138.

Samson, R.A., Houbraken, J., Thrane, U., Frisvad, J.C. & Andersen, B. (2010).

Food and Indoor Fungi. CBS Knaw Fungal Biodivesity Centre Utrecht, The

Netherlands.

ikl

5 5 FRRIRHTIZIBNT, IKE 7 T AZ —Z B LT OEHRTT,
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S11D00000

ABEEICHHETSBEFT—5—

T — XN T
WHERSNT F A N7 74 )L txt
e AN == abl
e
1. K BT 554 #5003 Dictionary of the fungi 25 10 it ®O 7 = 7K T&H 5 Index

4.

Fungorum |{ _%Ob YCWET,
F— 4 _—Z DB-FU [%, 4t& BARSEARSEAT & OFBHF T, Y7 — X X—
A DHILFLST— 4 1%, GenBank, DDBJ, EMBL 7¢ & O [FE B ILEY| T — & ~_— R |
BEEENTWDIERAT =2 2B LT BT, THEOK VAR ICHEEEZLND
WS T —Z &k L, g L7 D TY, 2020 45 11 H s (DB-FU14.0) OULEk
T IE 28S (26S) tDNA @ DI1/D2 FEIBHEHLALSNS 6,320 FE, rDNA O ITS FHIBHE AL S
28 7,301 FE T,
BREE LAl 55— # X — X (DDBJ/ENA(EMBL)/GenBank) (5%}~ 2 A R #4: # 52 D fi 5
X, MR A L 7o R R OIE R TF, BB AR T — # N — 2 OB R A WL IR
SINTEY, w2 BB T 2rNITHEMRMERE T2 22 BEIO LET,
AEIO)@ME#%@ I, WHNTRFRNEIT 74 A2 MEROREITIT-> TB LT, &
LOBRMAERRE LIZbOTIED Y FHA,
/<4’ T —7F 4 L~ (BSL) . YT LED BN TWET, > T, K
ETRTHIEDOBSLIZH ETHLHZTHY . BNV LIZHRIEOIRE S FREOHEE
DREE 7RG AITIE BSL 8RN 2 &b H D £, BSLITRIETH L~V 1 L7220 F
TR, LU 1 ThoTHHMRBEPHRESNTWHIELH Y | ZOZeMEZRIE
T2HOTIEHY EHA, o, BIKOUIHZETED BSL 232 L ETHLGE. £ Ok
RIZFSEORF N E SND 2 2BV W LET AREE T LW L7z BSL I
ERLRAFHEES T & %5 ATCC (American Type Culture Collection), CBS (Westerdijk Fungal
Biodiversity Institute) 33 X O% Atlas of clinical Fungi ) (2 & W £9°, £7=. 4% HE D BSL
BT 2N AL SR WHEIZHOWTIE TR ERFELTWET, TRH] o%hs
HIAEYFEE M DNA 5 — 4% ~_— 2z DB-FU @ BLAST MZfEOETIZH ST
FHA,
AREBICHET L DHEMEIC T E LT, MREHT 7 2 2l - TR HifiE T
BRHADEL SN,

13/ 14 RO



S11D00000

51 Rk

1)

2)

3)

4)

5)

6)

7)

8)

White TJ, Bruns T, Lee S, Taylor J. Amplification and direct sequencing of fungal ribosomal
RNA genes for phylogenetics. In: Innis MA, Gelfand DH, Sninsky JJ and White TJ (editors).
PCR Protocols: A Guide to Methods and Applications. San Diego: Academic Press; 1990. pp.
315-322.

O’Donnell K. Fusarium and its near relatives. In: Reynolds DR and Taylor J (editors). The
Fungal Holomorph: Mitotic, Meiotic and Pleomorphic Speciation in Fungal Systematics.
Wallingford: CAB International; 1993. pp. 225-233.

Altschul SF, Madden TF, Schiiffer AA, Zhang J, Zhang Z et al. Gapped BLAST and PSI-
BLAST: a new generation of protein database search programs. Nucleic Acids Res
1997;25:3389-3402.

Saitou N, Nei M. The neighbor-joining method: a new method for reconstructing phylogenetic
trees. Mol Biol Evol 1987;4:406-425.

Kimura M. A simple method for estimating evolutionary rates of base substitutions through
comparative studies of nucleotide sequences. J Mol Evol 1980;16:111-120.

Felsenstein J. Confidence limits on phylogenies: an approach using the bootstrap. Evolution
1985;39:783-791.

de Hoog GS, Guarro J, Gene J, Figueras MJ. Atlas of clinical fungi, 2nd edition. Utrecht:
Centraalbureau voor Schimmelcultures; 2000.

Kirk PM, Cannon PF, Minter DW, Stalpers JA. Dictionary of the fungi, 10th edition.
Wallingford: CAB International; 2008.

14 | 14 RO



