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Fz 1-1. S11D00000 0> DB-FU IZxf9" % BLAST {2 %= &R
HREMER 27 TLEAL 30 IZHERE St iz 26S rDNA @ D1/D2 fEISIEEERSIT— 4

kA
Saccharomyces cerevisiae
Saccharomyces cariocanus
Saccharomyces paradoxus
Saccharomyces jurei
Saccharomyces arboricolus
Saccharomyces kudriavzevii
Saccharomyces bayanus var. uvarum
Saccharomyces pastorianus
Saccharomyces bayanus var. bayanus
Saccharomyces mikatae
Kazachstania unispora
Torulaspora microellipsoides
Kazachstania aquatica
Kazachstania africana
Kazachstania martiniae
Kazachstania solicola
Kazachstania servazzii
Kazachstania aerobia
Torulaspora franciscae
Torulaspora delbrueckii
Kazachstania yasuniensis
Torulaspora pretoriensis
Kazachstania lodderae
Kazachstania bromeliacearum
Torulaspora maleeae
Naumovozyma dairenensis
Kazachstania siamensis
Kazachstania zonata
Kazachstania piceae
Torulaspora globosa

s
NRRLY-12632
NRRLY-27337
NRRLY-17217
NCYC-D5088

CBS10644
IFO1802
NRRLY-17034
NRRLY-27171
NRRLY-12624
IFO1815
NRRLY-1556
NRRLY-1549
CBS10102
NRRLY-8276
NRRLY-409
CBS6904
NRRLY-12661
CBS9918
NRRLY-17532
NRRLY-866
CLQCA20-132
NRRLY-17251
NRRLY-8280
CBS7996
IFO11061
NRRLY-12639
NBRC101968
NBRC100504
NRRLY-17977
NRRLY-12650

Accession No.

AY 048154
AF398478
U68555
HG764813
EF580918
AB040995
AY 130339
U68547
U94931
AB040996
U68554
U72160
AY881651
U68550
AF398481
AY007895
U68558
AY 582127
U73604
U72156
HG934855
U72157
U68551
HQ412595
AB087395
U68556
AB258462
AB198187
U84346
U72166

FRTF] =
572/572 (100.0%)
567/572 (99.1%)
566/572 (99.0%)
565/572 (98.8%)
562/572 (98.3%)
563/573 (98.3%)
561/572 (98.1%)
560/572 (97.9%)
560/572 (97.9%)
559/574 (97.4%)
549/572 (96.0%)
549/573 (95.8%)
549/573 (95.8%)
549/572 (96.0%)
548/572 (95.8%)
547/572 (95.6%)
547/572 (95.6%)
547/572 (95.6%)
548/573 (95.6%)
548/573 (95.6%)
546/572 (95.5%)
547/573 (95.5%)
544/572 (95.1%)
541/566 (95.6%)
545/573 (95.1%)
543/571 (95.1%)
546/574 (95.1%)
545/573 (95.1%)
542/572 (94.8%)
543/573 (94.8%)

E1) BSL M MAE—TTFT 4 LAL) FLRL2UEEREL, ZHEIELARILI ZEBKRLET,
T 2) BETE. BESFREBITICHLEINT-—2ERLET,
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kA
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae
Saccharomyces cerevisiae

w4
HBUAS72096
HBUAS72067
HBUAS72029

XS-13
XS-2
CICC 1445
HBUAS61797
HBUASG61795
HBUAS61793
HBUAS61792
HBUAS61791
HBUAS61787
HBUAS61786
HBUAS61784
HBUAS61783
HBUAS61781
HBUAS61779
HBUAS61778
HBUAS61777
HBUASG61776
HBUAS61775
HBUAS61773
HBUAS61771
HBUAS61770
HBUAS61769
HBUAS61768
HBUAS61766
HBUAS61765
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Accession No.
OP018321
0OP018292
OP018254
OP010083
ON775518
ON680882
ON680872
CP096552
ON306703
ON306701
ON306699
ON306698
ON306697
ON306693
ON306692
ON306690
ON306689
ON306687
ON306685
ON306684
ON306683
ON306682
ON306681
ON306679
ON306677
ON306676
ON306675
ON306674
ON306672
ON306671

GRS
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
572/572 (100.0%)
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32 [Saccharomyces cariocanus NRRLY-27337 T (AF398478)

>3 | Saccharomyces paradoxus NRRLY-17217 NT (U68555)

kN

21

Saccharomyces jurei NCYC-D5088 T (HG764813)

— Saccharomyces mikatae [IFO1815 T (AB040996)

— Saccharomyces arboricolus CBS10644 T (EF580918)

58 |~ Saccharomyces kudriavzevii IFO1802 T (AB040995)
Saccharomyces bayanus var. uvarum NRRLY-17034 T (AY130339)

[{e}
o]

97 e ||Saccharomyces pastorianus NRRLY-27171 T (U68547)

Saccharomyces bayanus var. bayanus NRRLY-12624 T (U94931)

65

99‘{8"D00000-26S

33 Saccharomyces cerevisiae NRRLY-12632 NT (AY048154)

Torulaspora microellipsoides NRRLY-1549 T (U72160)
Kazachstania africana NRRLY-8276 T (U68550)

54 Kazachstania unispora NRRLY-1556 T (U68554)
Kazachstania aquatica CBS10102 T (AY881651)

Kazachstania lodderae NRRLY-8280 T (U68551)
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HEEWTE | Saccharomyces cerevisiae (Desm.) Meyen | BSL L~V 1, GRAS
7T RUREOTE WENO g, T RO VA DTy —T A
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& T RURWRT =Y Vo — ADOHEE, BEE, N UEOZ AIREFED

BERFELFH ST D,

2| ik Kurtzman CP, Fell JW, Boekhout T. The Yeasts, a taxonomic study, 5th edition.
Amsterdam: Elsevier; 2011.
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FRENTWAI KRR T — 2 2Bk L7 FC, [HEOKVIAL] ITHEDEE2bNDHE
FERES T — & i@ L, Wk L2 DT,

[E BRI SLRL Y15 — # X — 2 (DDBIJ/ENA/GenBank) (254 2 AH[EMERR SR OfE Fi%. Bk
K L7 RSO HR T, EEEIERLS T — 7 X — 2 OBEE BRI ICHEH ST
BY, WX EEERT DRI EMARMERET S 2 2B LET,

. BRIOMHTRERD > B fliS 0 RHMIET 7 A4 A2 MEROREITAT-THELT ., i

LEOBRRZAHEE LD TIEH Y HA,

NAFE—TF 4 Loy (BSL) 1F, SakHICx LED DI TWET, o T, A
FETRTHREDOBSL IZHL ETHLHLZTHY | BIENY LIZBIEOIRE DR OHEE
WNEEZR G EITIEBSL 2VRERNZ L b H Y 9, BSLITHRIETHL~VL1 L7 &
TR, LUV L ThosTHHAMRBEPHRESNTWHIELH Y | ZOZeMEZRIE
THLOTEDY A, £z, MIEOITHZERD BSL 28 2 AL Th 5546 (Rlh
DOIFFTHRE RS IR), ZOMBIIFAEOTR N E SND I L2 BEID W LET, AgE
TR S L7z BSL 1%, FEIRITHERS T & 5 ATCC (American Type Culture Collection).,
CBS (Westerdijk Fungal Biodiversity Institute) 35 J2 O Atlas of clinical Fungi V' 12 & 0 57,
Fo. YUEAFED BSLIZET A HN A U7 6 R WREIZHOWTIE TR ERELLT
WET, TR OBA bMAEWREH DNA 57— 4% _—2 DB-FU @ BLAST # 5k 4
DERTITHAASNTWER A,

AMEEICEHT 2 ZEMEIC X E LR, SRS tT 7 2 207 - 8 Hifr E
TEHGhbELIEI N,
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