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% 1-1. SI1D00000 @) DB-BA I=349 % BLAST &R 52
MEIMR 27 TLEA 30 ISR SNtz 165 rONA B EERS|T—4

iR
Staphylococcus epidermidis
Staphylococcus caprae
Staphylococcus capitis subsp. urealyticus
Staphylococcus capitis subsp. capitis
Staphylococcus saccharolyticus
Staphylococcus petrasii subsp. petrasii
Staphylococcus haemolyticus
Staphylococcus pasteuri
Staphylococcus aureus subsp. aureus
Staphylococcus argenteus
Staphylococcus simiae
Staphylococcus schweitzeri
Staphylococcus lugdunensis
Staphylococcus devriesei

Staphylococcus aureus

subsp. anaerobius
Staphylococcus petrasii

subsp. croceilyticus
Staphylococcus warneri
Staphylococcus hominis subsp. hominis
Staphylococcus caeli
Staphylococcus cohnii subsp. urealyticus
Staphylococcus saprophyticus

subsp. saprophyticus
Staphylococcus cohnii subsp. cohnii
Staphylococcus auricularis
Staphylococcus microti

Staphylococcus hominis
subsp. novobiosepticus

Staphylococcus edaphicus
Staphylococcus chromogenes
Staphylococcus pettenkoferi
Staphylococcus petrasii subsp. jettensis
Staphylococcus xylosus

4
ATCC14990
ATCC35538
ATCC49326

JCM2420
ATCC14953
CCM8418
ATCC29970
ATCC51129
ATCC12600
MSHR1132
CCM7213
FSA084
ATCC43809
KS-SP 60

ATCC35844

MCC10046

ATCC27836
DSM20328
82B
ATCC49330

ATCC15305

ATCC29974
ATCC33753
CCM4903

GTC1228

CCM8730
ATCC43764
B3117
SEQ110
ATCC29971

Accession No.

D83363
AB009935
AB009937
AB626127

L37602
JX139845

D83367
AB009944

D83357
FR821777
AY 727530

CCEL01000025

AB009941
FJ389206

D83355

AY953148

L37603
X66101
MHA431939
AB009936

AP008934

D83361
D83358
EU888120

AB233326

KY315825
D83360
AF322002
JN092118
D83374

EIpES

1475/1475 (100.0%)

1467/1474 (99.5%)
1466/1474 (99.5%)
1464/1473 (99.4%)
1463/1475 (99.2%)
1456/1474 (98.8%)
1454/1475 (98.6%)
1455/1476 (98.6%)
1455/1476 (98.6%)
1455/1476 (98.6%)
1454/1475 (98.6%)
1454/1476 (98.5%)
1452/1474 (98.5%)
1454/1476 (98.5%)

1454/1476 (98.5%)

1452/1475 (98.4%)

1449/1470 (98.6%)
1452/1475 (98.4%)
1444/1477 (97.8%)
1443/1476 (97.8%)

1443/1477 (97.7%)

1443/1477 (97.7%)
1441/1475 (97.7%)
1440/1474 (97.7%)

1430/1455 (98.3%)

1442/1477 (97.6%)
1440/1475 (97.6%)
1442/1478 (97.6%)
1416/1438 (98.5%)
1441/1477 (97.6%)

BSL

1*
1*
1*
1*
1*

1*

1*
1*

1*
1*

1*

1*

1*

FED BSL N FE—TT 4 LR ELRL 1T (BRRRERA) DEERTEL, EREILAILIZEKRLET (B

B AR,

E2) HEHRO C_ (TUF—N—) T E AR—XEBKRLET,

E3) WEETE. BEIFREBITICHLEINT-—2ERLET,
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& 1-2. S1ID00000 M ERRIEEELS T —% N— R [ZxfF % BLAST 1R R#HER
HEMER 27 TEA 30 ITRES NI 16S rDNA 1B EES|T— 42

kA

Staphylococcus sp.

Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis

¥4
B0021-03
HD21N4
FDAARGOS 1363
FDAARGOS 1364
FDAARGOS 1243
HD27N1
HD33-1
HD66-8
HD15-1
HD17-1
HD26-1
HD59-1
HD21-2
HD27-3
HDI12-1
HDO5-1
HD25-1
HD26-2
HD29-1
HD31-1
HD33-3
HD39-1
HD43-1
HD46-1
HD47-1
HD66-1
HD66-6
HD69-1
HD75-1
HD99-1

5/ 10

Accession No.
MW866508
CP060157
CP069951
CP069954
CP069473
CP052975
CP052971
CP060250
CP053002
CP053000
CP052998
CP052997
CP052994
CP052991
CP052990
CP052984
CP052981
CP052978
CP052973
CP053088
CP052969
CP052967
CP052962
CP052959
CP052955
CP052953
CP052951
CP052948
CP052941
CP052940

FATR] =
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
1475/1475 (100.0%)
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https://www.ncbi.nlm.nih.gov/nuccore/MW866508
https://www.ncbi.nlm.nih.gov/nuccore/CP060157
https://www.ncbi.nlm.nih.gov/nuccore/CP069951
https://www.ncbi.nlm.nih.gov/nuccore/CP069954
https://www.ncbi.nlm.nih.gov/nuccore/CP069473
https://www.ncbi.nlm.nih.gov/nuccore/CP052975
https://www.ncbi.nlm.nih.gov/nuccore/CP052971
https://www.ncbi.nlm.nih.gov/nuccore/CP060250
https://www.ncbi.nlm.nih.gov/nuccore/CP053002
https://www.ncbi.nlm.nih.gov/nuccore/CP053000
https://www.ncbi.nlm.nih.gov/nuccore/CP052998
https://www.ncbi.nlm.nih.gov/nuccore/CP052997
https://www.ncbi.nlm.nih.gov/nuccore/CP052994
https://www.ncbi.nlm.nih.gov/nuccore/CP052991
https://www.ncbi.nlm.nih.gov/nuccore/CP052990
https://www.ncbi.nlm.nih.gov/nuccore/CP052984
https://www.ncbi.nlm.nih.gov/nuccore/CP052981
https://www.ncbi.nlm.nih.gov/nuccore/CP052978
https://www.ncbi.nlm.nih.gov/nuccore/CP052973
https://www.ncbi.nlm.nih.gov/nuccore/CP053088
https://www.ncbi.nlm.nih.gov/nuccore/CP052969
https://www.ncbi.nlm.nih.gov/nuccore/CP052967
https://www.ncbi.nlm.nih.gov/nuccore/CP052962
https://www.ncbi.nlm.nih.gov/nuccore/CP052959
https://www.ncbi.nlm.nih.gov/nuccore/CP052955
https://www.ncbi.nlm.nih.gov/nuccore/CP052953
https://www.ncbi.nlm.nih.gov/nuccore/CP052951
https://www.ncbi.nlm.nih.gov/nuccore/CP052948
https://www.ncbi.nlm.nih.gov/nuccore/CP052941
https://www.ncbi.nlm.nih.gov/nuccore/CP052940
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0.01

Staphylococcus caprae ATCC35538 T (AB009935) BSL1*

51

73 Staphylococcus capitis subsp. capitis JCM2420 T (AB626127) BSL1*

Staphylococcus capitis subsp. urealyticus ATCC49326 T (AB009937) BSL1*
Staphylococcus saccharolyticus ATCC14953 T (L37602) BSL1*

99 |SI1IDO0000

57 | Staphylococcus epidermidis ATCC14990 T (D83363) BSL1*

100 | Staphylococcus aureus subsp. aureus ATCC12600 T (D83357) BSL2

78 9 Staphylococcus argenteus MSHR1132 T (FR821777)

a1 Staphylococcus simiae CCM7213 T (AY727530) BSL1*

Staphylococcus pasteuri ATCC51129 T (AB009944)

Staphylococcus petrasii subsp. petrasii CCM8418 T (JX139845)

Staphylococcus haemolyticus ATCC29970 T (D83367) BSL1*

Staphylococcus xylosus ATCC29971 T (D83374) BSL1*

1-1. SI1D00000 0> 16S rDNA iR EELSI & D < i 553 F Riffisét
ELORERT—LN—, REROSRIHET SHFXT— PR 5 v FHE,
HEDOKED T X ZOBOEER (Type strain), BSLFNSF2—TF 4 LAL
BSLIx(BFIRMBRK) UL 2R ERLET,
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TR EFE | Staphylococcus epidermidis
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ARG ETRTRIKOFIER RIL, 16S IDNA Hy i HECSIMENT I S X HEE SN q
JEPBRRE T, AT S AE (AR TR D RIF OIRIE) (ZI1%, TERBEIEE AP -
AAbFPEREAER . DNA ARSI LD < o3 F R dT. (b7 RPEIREER . DNA-DNA
ATy REEREER 7 EORBFE R DR EIHIET T 5 2 E NEETT,

B OFE Tl FEOIENRE L 70 2 FLUERE (T - WEFE Oy BLHE) L HBT 5 2 LV
L INTWET, AREECTIE, KHEHE - HEOLHEKD 16S iDNA HHEES & Ot
B3 O OFRERN S . BRIKDIRBEDTAREZHEE L TV E,

AWEECTRT S (@) ICHAT2ERIZ U TOT 2 7Y A4 MITIHRSZE 0,
LPSN-List of Prokaryotic names with Standing in Nomenclature (http://www.bacterio.net/)
DB-BA (%, ¥l & ENSGEBFEAZEAT & OILFFF S T, 2P HIE O REZ1T
IBRTEIER E DR AAT) ZEDBEHETHDH I LD, Y7 —F N— R THEMEKIC
M%7 % 16S IDNA i ELlly| 7 — # DA 2Lk L TV ET,

[E B SRl Y15 — # X — A (DDBJ/ENA/GenBank) (253 2 fHIAEMERR 2R Oft Hid. Mk
M Lo RER O H T, EERERES T — 2 X— 2 OBERIERITEICEH ST
BY, @XREEEET HENIIE, BEMEMERRZET 222880 LET,

8557 RMMATIX, TR EOBMAREE LT 74 A MERORESL L%
HR OVERUFAT > TR £/ A,

AREETRT A A =TT 4 LUV (BSL) 13, AAMIE SRS =77 148
$F DRJFAE O BSL L-UL ) IZHEWE T, BSLIZL~UL I B bEVWEDD, L~L
1 THATH BB EIHBES N TV DLIHERH Y, ZOREMEEZREST 56D T
HY EFE A o MAEOIRBREE I ITafED BSL 23 L~V 2 DL ETH 5581213,
RARIZFAE ORI E S D Z L2 BEID LET, 28, AREE T, BRRREE
[ZOWTiE TBSLI*) &FKFLLTWET,

AKWEFICHET 2 JEMFICOETE LT RAstT 7 2 200 - T8 HifiilE
TRHEahESZES Y,
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