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% 1. SI1D00000 0> DB-BA I=%{ ¥ % BLAST ik R
HARER 27 T LAz 30 (SRR SN 7= 165 rDNA HERERSIT— 4

B,
Staphylococcus epidermidis
Staphylococcus caprae

Staphylococcus capitis subsp. urealyticus

Staphylococcus capitis subsp. capitis
Staphylococcus saccharolyticus
Staphylococcus schweitzeri
Staphylococcus aureus
Staphylococcus argenteus
Staphylococcus simiae
Staphylococcus warneri
Staphylococcus devriesei
Staphylococcus pragensis
Staphylococcus pasteuri
Staphylococcus hominis subsp. hominis
Staphylococcus haemolyticus
Staphylococcus caledonicus
Staphylococcus petrasii subsp. petrasii
Staphylococcus croceilyticus
Staphylococcus borealis
Staphylococcus microti
Staphylococcus rostri
Staphylococcus lugdunensis
Staphylococcus cohnii subsp. cohnii
Staphylococcus ureilyticus
Staphylococcus saprophyticus

subsp. saprophyticus
Staphylococcus pseudoxylosus
Staphylococcus argensis
Staphylococcus piscifermentans
Staphylococcus pettenkoferi
Staphylococcus edaphicus

A4
ATCC14990
ATCC35538
ATCC49326

JCM2420
ATCC14953
FSA084
ATCC12600
MSHR1132
CCM7213
ATCC27836
KS-SP_60
CCM8529
ATCC51129
DSM20328
ATCC29970
CCUG74789
CCM8418
MCC10046
51-48
CCM4903
ARI262
ATCC43809
ATCC29974
ATCC49330

ATCC15305

S04009
DSM29875
SK03
B3117
CCM8730

Accession No.
D83363
AB009935
AB009937
AB626127
L37602
CCEL01000025
X68417
FR821777
AY727530
L37603
FJ389206
KM873669
AB009944
X66101
D83367
MT671558
JX139845
AY 953148
MT586030
EU888120
FM242137
AB009941
D83361
AB009936

AP008934

MH643903
MF678862
Y15754
AF322002
KY315825

FETF] =R
490/490 (100.0%)
485/490 (99.0%)
485/490 (99.0%)
483/488 (99.0%)
481/490 (98.2%)
478/490 (97.6%)
478/490 (97.6%)
478/490 (97.6%)
477/489 (97.5%)
476/488 (97.5%)
477/490 (97.3%)
476/490 (97.1%)
476/490 (97.1%)
476/490 (97.1%)
476/490 (97.1%)
476/490 (97.1%)
475/489 (97.1%)
475/490 (96.9%)
475/490 (96.9%)
474/489 (96.9%)
474/490 (96.7%)
474/490 (96.7%)
472/490 (96.3%)
471/490 (96.1%)

471/490 (96.1%)

471/490 (96.1%)
469/488 (96.1%)
470/490 (95.9%)
470/490 (95.9%)
470/490 (95.9%)

BSL

1*
1*
1*
1*
1*

1%
1*

1*
1*

1*
1%*

1%*

FED BSL (INAFE—T T LAL) FLALT (BRRFBRE) UEEREL. ZRELALI ZBRLE

¥ (BR WE6),
T 2) #HEHD

(FoB—R—) [&, AR—REEBHKLET,

E ) MENTIX. RS FREFTICAVIERRST—2ZRLES,
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% 2. SI1D00000 DEEIEREST— 5 A—R =57 3 BLAST R E
MARMR 27 T 30 (SRF S ATz 165 rDNA EEESIF— 4

iR

Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus sp.

Staphylococcus sp.

Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis
Staphylococcus epidermidis

4
CEMTC 3589
CEMTC 3351
CEMTC 3331
CEMTC 3594

CEMTC _3803/3804

CEMTC_3602

CEMTC 3323

CEMTC 3472
B0021-03
L0021-06
HD21N4

FDAARGOS 1361
FDAARGOS 1363
FDAARGOS 1364

SCF93

FDAARGOS 1243

HD104-2
HD27N1
HD33-1
SCF48

HD66-8

HD104-6
HD15-1
HD17-1
HD26-1
HD59-1
HD21-2
HD27-3
HD12-1
HDO05-1

478

Accession No.

MZ047209
MZ040916
MZ040909
MZ027366
MZ027361
MZ027360
MZ027356
MZ027353

MW866508
MW866498

CP060157
CP070057
CP069951
CP069954

MW595969

CP069473
CP053007
CP052975
CP052971

MW560209

CP060250
CP053005
CP053002
CP053000
CP052998
CP052997
CP052994
CP052991
CP052990
CP052984

GRS
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
517/517 (100.0%)
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https://www.ncbi.nlm.nih.gov/nuccore/MZ047209
https://www.ncbi.nlm.nih.gov/nuccore/MZ040916
https://www.ncbi.nlm.nih.gov/nuccore/MZ040909
https://www.ncbi.nlm.nih.gov/nuccore/MZ027366
https://www.ncbi.nlm.nih.gov/nuccore/MZ027361
https://www.ncbi.nlm.nih.gov/nuccore/MZ027360
https://www.ncbi.nlm.nih.gov/nuccore/MZ027356
https://www.ncbi.nlm.nih.gov/nuccore/MZ027353
https://www.ncbi.nlm.nih.gov/nuccore/MW866508
https://www.ncbi.nlm.nih.gov/nuccore/MW866498
https://www.ncbi.nlm.nih.gov/nuccore/CP060157
https://www.ncbi.nlm.nih.gov/nuccore/CP070057
https://www.ncbi.nlm.nih.gov/nuccore/CP069951
https://www.ncbi.nlm.nih.gov/nuccore/CP069954
https://www.ncbi.nlm.nih.gov/nuccore/MW595969
https://www.ncbi.nlm.nih.gov/nuccore/CP069473
https://www.ncbi.nlm.nih.gov/nuccore/CP053007
https://www.ncbi.nlm.nih.gov/nuccore/CP052975
https://www.ncbi.nlm.nih.gov/nuccore/CP052971
https://www.ncbi.nlm.nih.gov/nuccore/MW560209
https://www.ncbi.nlm.nih.gov/nuccore/CP060250
https://www.ncbi.nlm.nih.gov/nuccore/CP053005
https://www.ncbi.nlm.nih.gov/nuccore/CP053002
https://www.ncbi.nlm.nih.gov/nuccore/CP053000
https://www.ncbi.nlm.nih.gov/nuccore/CP052998
https://www.ncbi.nlm.nih.gov/nuccore/CP052997
https://www.ncbi.nlm.nih.gov/nuccore/CP052994
https://www.ncbi.nlm.nih.gov/nuccore/CP052991
https://www.ncbi.nlm.nih.gov/nuccore/CP052990
https://www.ncbi.nlm.nih.gov/nuccore/CP052984
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m{Staphylococcus caprae ATCC35538 T (AB009935) BSL1*

42 | "Staphylococcus capitis subsp. capitis JCM2420 T (AB626127) BSL1*

2 Staphylococcus saccharolyticus ATCC14953 T (L37602) BSL1*

83 — Staphylococcus capitis subsp. urealyticus ATCC49326 T (AB009937) BSL1*
97 |SIDO0000

Staphylococcus epidermidis ATCC14990 T (D83363) BSL1*
81

g7 |Staphylococcus schweitzeri FSA084 T (CCEL01000025)

81 Staphylococcus argenteus MSHR1132 T (FR821777)

80

94

Staphylococcus aureus ATCC12600 T (X68417) BSL2

Staphylococcus simiae CCM7213 T (AY727530) BSL1*

Staphylococcus warneri ATCC27836 T (L37603) BSL1*

Staphylococcus devriesei KS-SP_60 T (FJ389206)

Staphylococcus xylosus ATCC29971 T (D83374) BSL1*

1. SIID00000 > 16S rDNA HEEEZFI(CE D < B 5 0 F R st
ELEORIERT—ILNA—, RHEEODBKICCKEST 2HFET— R Ty TiE,
BEDOERED T IEZDEOEEMK (Type strain) .
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518
SIID00000-RO



et o/ AR
TechnoSuruga Laboratory Co.,Ltd.

iz
1.

7.
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HTENEELINTWET, KREZETIE, MEOFEOILEEKRD 16S rDNA HHLALS] &
D L K OFFAT DFER IS | IR OIRE S FARE A HEE L TWET,

DB-BA %, ¥t & ESTEARFFSERT & O L FFSES T3, S BFRNSHE O RIE AT O B
TR L OB AT O ZENBEBETHDLZ LD, Y7 —F X—R TR HERICH KT D
16S rDNA HEHEL G T — &% O H gk L TV E T,

[E| B JLld 817 — # ~X— 2 (DDBJ / ENA (EMBL) / GenBank) (Z%f9" % #H R 58 O H
X, R A TN L2 RER O R T, EERE IR T — & N — 2 DGR WL I &
NTEY ., mlFELERT LN, FEMRRMERRT L2 L2 B8O LET,

A EZETHRTMEOFAICEET D 1E#WIL, List of Prokaryotic names with Standing in
Nomenclature (LPSN) D7 = 7% A MITIHER S TE SV,

ARG FNFLH O M S o 1 R IX, FSCEOEREZRITREE LI2T 74 A 2 MEROH
LR OHRFA OVERITAT > TE Y /A,

KEETRT AN, =TT 4 L~Ub (BSL) I&. HAMESS O DRSS 2251 -
EHFER ) KO DRFEAME O BSL LoL ) IZHEWET, BSLIZL~L 1 B bik<, L
N1 ThHLTHHFRBENHE SN TVWDIERH L E0h, TOREMEIRIET S b
DTIEH Y T8 A, BIROIREFEIZITHEED BSL 23 LUl 2 UL ETHLEE11T, Bk
IZL L2 LRIFEORFNE SNSRI LET, ks, A E T AT RIRER
RIZ2>WTIE IBSLI*| LR L TV ET,

L~ N
. b MIBEREZRZ L, gV 3B I CERE SIS EE R R E T2 n b o
(B Fn RS Ge % & i)

b MEWITEMICRIRIEE A T 508, ERERE . it s, RESICKRL,
2 |ERRRELRLRNED, ERENTIREIND & EERBY AR T REMIX
HDHN, BINRIEERE, THERD VD . EEOAREM IRV E 0,

3 |b MY B EEELRRRAE TR, tOEE~DOLFEO M IRV S D,

ARHEFICHET L TEMEIC S EL TR, K& tT 7/ A - IR ETRMabE
<TEEvy,
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