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16S rDNA (16S tRNA i#{51) O HIEES 2 E L 7,
AL
1. BEEH
Bt SCD # X (Becton Dickinson, USA)
FE IR 30°C
B AR IREH] 24 B[]
Z DS IR
2. 16S rDNA B G EELHIfZ 4T
- DNA fhitt 7 7 aE X7 F 4 —E (FUJIFILM Wako Pure Chemical, Japan)

- PCR g PrimeSTAR HS DNA Polymerase (Takara Bio, Japan)

YA T N—lr A BigDye Terminator v3.1 Cycle Sequencing Kit
(Applied Biosystems, USA)

- ERT T A =D PCR H41ig: 9F, 1406R
=2 A (K9 500 bp): 9F, 536R
=R ABI PRISM 3500xL Genetic Analyzer System
(Applied Biosystems)
- MR E ChromasPro 2.1 (Technelysium, AUS)

- BLAST FHIFIMEMSE 2 f#fT Y 7 N 7 = 7 : ENKI v3.2 (TechnoSuruga Laboratory, Japan)
TN
[E PRt L/ 515 — % ~_X— 2 (DDBJ/ENA(EMBL)/GenBank)
M H:202x - xx H xx H
* BRI, >—4FoY—DoDET—4F (ZLY rOT7z055L) ZUUHBEMENBRIZKUE
AL, BEZT2RICRELTLEY,
* A, BEER., —RISZFHOBASIUVEETOEREEEREHETT .
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HEMRA 37 TLEA 30 ITERERES T 16S rDNA RS T—4
Bk = Accession No. EICIES

Stenotrophomonas sp. Esraa 2 MT633120 487/491 (99.2%)
Stenotrophomonas maltophilia NEBS515 CP051467 487/491 (99.2%)
Stenotrophomonas sp. NA11015 AB921262 487/491 (99.2%)
Stenotrophomonas maltophilia NCTC10498 CP049956 487/491 (99.2%)
Stenotrophomonas maltophilia ISO66 MNO955420 487/491 (99.2%)
Stenotrophomonas maltophilia ICU331 CP040440 487/491 (99.2%)
Stenotrophomonas maltophilia Sm53 CP040430 487/491 (99.2%)
Stenotrophomonas maltophilia NS-24 MNS508609 487/491 (99.2%)
Stenotrophomonas maltophilia FDAARGOS 649 CP044092 487/491 (99.2%)
Stenotrophomonas maltophilia IAM 12423 MN240936 487/491 (99.2%)
Stenotrophomonas maltophilia cjyl19 MN177241 487/491 (99.2%)
Stenotrophomonas sp. CSK1 MN173400 487/491 (99.2%)
Stenotrophomonas maltophilia [AE189 MK414888 487/491 (99.2%)
Stenotrophomonas maltophilia JCM 1983 LC379129 487/491 (99.2%)
Stenotrophomonas maltophilia SVIA2 CP033586 487/491 (99.2%)
Stenotrophomonas sp. CS-3 MK092990 487/491 (99.2%)
Stenotrophomonas maltophilia Lewis Bac 21 MH329948 487/491 (99.2%)
Stenotrophomonas maltophilia Lewis Bac 13 MH329940 487/491 (99.2%)
Stenotrophomonas maltophilia Lewis Bac 6 MH329934 487/491 (99.2%)
Stenotrophomonas maltophilia Lewis Bac 5 MH329933 487/491 (99.2%)
Stenotrophomonas maltophilia FC6833 MH628244 487/491 (99.2%)
Stenotrophomonas maltophilia AY2 MH478205 487/491 (99.2%)
Stenotrophomonas maltophilia NCTC10498 LS483406 487/491 (99.2%)
Stenotrophomonas maltophilia NCTC10258 LS483377 487/491 (99.2%)
uncultured bacterium - MW862676 487/491 (99.2%)
Stenotrophomonas maltophilia Cr30 MW530514 487/491 (99.2%)
Stenotrophomonas maltophilia FDAARGOS 1044 CP065965 487/491 (99.2%)
uncultured bacterium - MT318637 487/491 (99.2%)
Stenotrophomonas maltophilia UHH ICU331 CP060026 487/491 (99.2%)
Stenotrophomonas maltophilia WP1-W18-CRE-01 AP021908 487/491 (99.2%)
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https://www.ncbi.nlm.nih.gov/nuccore/MT633120
https://www.ncbi.nlm.nih.gov/nuccore/CP051467
https://www.ncbi.nlm.nih.gov/nuccore/AB921262
https://www.ncbi.nlm.nih.gov/nuccore/CP049956
https://www.ncbi.nlm.nih.gov/nuccore/MN955420
https://www.ncbi.nlm.nih.gov/nuccore/CP040440
https://www.ncbi.nlm.nih.gov/nuccore/CP040430
https://www.ncbi.nlm.nih.gov/nuccore/MN508609
https://www.ncbi.nlm.nih.gov/nuccore/CP044092
https://www.ncbi.nlm.nih.gov/nuccore/MN240936
https://www.ncbi.nlm.nih.gov/nuccore/MN177241
https://www.ncbi.nlm.nih.gov/nuccore/MN173400
https://www.ncbi.nlm.nih.gov/nuccore/MK414888
https://www.ncbi.nlm.nih.gov/nuccore/LC379129
https://www.ncbi.nlm.nih.gov/nuccore/CP033586
https://www.ncbi.nlm.nih.gov/nuccore/MK092990
https://www.ncbi.nlm.nih.gov/nuccore/MH329948
https://www.ncbi.nlm.nih.gov/nuccore/MH329940
https://www.ncbi.nlm.nih.gov/nuccore/MH329934
https://www.ncbi.nlm.nih.gov/nuccore/MH329933
https://www.ncbi.nlm.nih.gov/nuccore/MH628244
https://www.ncbi.nlm.nih.gov/nuccore/MH478205
https://www.ncbi.nlm.nih.gov/nuccore/LS483406
https://www.ncbi.nlm.nih.gov/nuccore/LS483377
https://www.ncbi.nlm.nih.gov/nuccore/MW862676
https://www.ncbi.nlm.nih.gov/nuccore/MW530514
https://www.ncbi.nlm.nih.gov/nuccore/CP065965
https://www.ncbi.nlm.nih.gov/nuccore/MT318637
https://www.ncbi.nlm.nih.gov/nuccore/CP060026
https://www.ncbi.nlm.nih.gov/nuccore/AP021908
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1) W)L, JINEEF. BB 7METIE 16S IRNA Bfs 1 OHFFLSIEDL. B AR E 5
DR, HRE D & EE. Rt AR EE Y 4 —;2001. pp. 88-117.

2) Altschul SF, Madden TF, Schiffer AA, Zhang J, Zhang Z et al. Gapped BLAST and PSI-
BLAST: a new generation of protein database search programs. Nucleic Acids Res 1997;25:3389—
3402.
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